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Research 
Of all cancers, prostate cancer (PrCa) has been 

reported as one of the most heritable diseases. 

Genetic factors were recently estimated to 

account for 58% of the risk, using data from the 

Nordic Twin Study of Cancer. However, genetics 

has proven challenging because of the very 

heterogeneous nature of the disease. Our goal is 

to identify and characterize predisposing genes 

and variants, especially those affecting aggressive 

outcome, including treatment response to 

therapies.  This data will have diagnostic utility at 

an early, curable stage of the disease. Further, the 

aim is to develop tools for prognostic purposes, i.e. 

prognostic biomarkers, which are urgently needed 

in PrCa screening and clinical practice. In our 

previous work we have identified significant 

genomic regions, candidate genes and variants, 

which are further profiled and characterized. 
Links:http://www.utu.fi/fi/yksikot/med/yksikot/LBKG/tutki

mus/Sivut/Genetic-Predisposition-to-Cancer.aspx 
 

Current topics 

 Fine-mapping of identified genomic regions on 

11q13, 17q21-22, 2q37.3  

 Imputing, eQTL and NGS applications (DNA 

and RNA-seq)   

 Functional studies of lethal disease associated 

variants 

 Participation to large international consortium 

GWAS and meta-analysis  
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